223316. ST25 
SEQUENCE LISTING 

<110> KASID, USha N. 

kumar, Deepak 
GOKHALE , Prafulla 
AHMAD, imran 

<120> ANTI-APOTOPIC GENE SCC-S2 AND DIAGNOSTIC AND THERAPEUTIC USES 
THEREOF 

<130> 223316 

<150> US 60/264,062 
<151> 2001-01-26 

<150> PCT/US02/02212 
<151> 2002-01-28 

<160> 25 

<170> Patentin version 3.2 

<210> 1 

<211> 1915 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<223> SCC-S2 



<400> 1 
ctcccgccgg 


ctctaacccg 


cgcttggcta aggtccgcgg 


gaacccgtga 


gccaccgaga 


60 


gagcagagaa 


ctcggcgccg 


ccaaacagcc cagctcgcgc 


ttcagcgtcc 


cggcgccgtc 


120 


gccgactcct 


ccgatggcca 


cagatgtctt taattccaaa 


aacctggccg 


ttcaggcaca 


180 


aaagaagatc 


ttgggtaaaa 


tggtgtccaa atccatcgcc 


accaccttaa 


tagacgacac 


240 


aagtagtgag 


gtgctggatg 


agctctacag agtgaccagg 


gagtacaccc 


aaaacaagaa 


300 


ggaggcagag 


aagatcatca 


agaacctcat caagacagtc 


atcaagctgg 


ccattcttta 


360 


taggaataat 


cagtttaatc 


aagatgagct agcattgatg 


gagaaattta 


agaagaaagt 


420 


tcatcagctt 


gctatgaccg 


tggtcagttt ccatcaggtg 


gattatacct 


ttgaccggaa 


480 


tgtgttatcc 


aggctgttaa 


atgaatgcag agagatgctg 


caccaaatca 


ttcagcgcca 


540 


cctcactgcc 


aagtcacatg 


gacgggttaa taatgtcttt 


gatcattttt 


cagattgtga 


600 


atttttggct 


gccttgtata 


atccttttgg gaattttaaa 


ccccacttac 


aaaaactatg 


660 


tgatggtatc 


aacaaaatgt 


tggatgaaga gaacatatga 


gcacatgagt 


taagattgtg 


720 


actgatcatg 


atttatttga 


agatggagca ctgctgattt 


atgaaggaaa 


aaagaagaat 


780 


tttctaaaga 


ttacacatat 


ttcagaaaga ctttacccaa 


ttcagttgtc 


agacataatg 


840 


atttatttga 


aggcttgttt 


tatttgaaga aaagcatatt 


gccaaaaatt 


ctggttaaaa 


900 


gcttcctaat 


gggtaacaga 


ccatgggaga gatatgtggt 


tgggtaatgc 


gaatgtagtt 


960 


atacaaagaa 


aaatacagat 


gtctccagac ctgaggactt 


tttaataggg 


cggttgttgt 


1020 
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gttggtggca 


cattggatat 


ttctaacatg 


tacaaagcta 


tgtattttga 


tttactttca 


1080 


tttcttgcta 


tgtatatgta 


cttttcttaa 


aatgccaaga 


actttctctt 


gctatcattg 


1140 


ctccttttga 


aacaattcaa 


ttttcatgtc 


tacagctgac 


tgttttgtta 


agattgagtc 


1200 


atcgacattc 


aggatttaag 


tctgaggtag 


tcaaccctca 


ggaaaaaaaa 


aatggcttat 


1260 


ctgaaatcag 


tactgtggaa 


atgaactata 


ttagctatta 


tgaataatgt 


ccagtataag 


1320 


aatatgcttc 


tggaattgag 


ttctcctttt 


aagtaccaat 


gatacttaaa 


tttctcagaa 


1380 


atgtaatggt 


gtgtcattgc 


cttgaaatgc 


ttgcttaggg 


cttcttttat 


gttatcttaa 


1440 


aaagtgctgg 


tgaattttcc 


attttttaca 


tccatttcac 


atgtaagaga 


caaaaaagtc 


1500 


tagattggtc 


ttgatattga 


gataataaaa 


agtaagtagc 


attaagaaag 


gtaacaatct 


1560 


tcattctaca 


gatgaactca 


ttgaaacaat 


ttaggggaat 


gaggggcaaa 


aggggagaaa 


1620 


tactgctaaa 


gaacatgagc 


ataaaaatgc 


gtgcgtttca 


gtgtttaaga 


aggcttgata 


1680 


aagaatgtca 


cttttttatt 


taactgataa 


gatttttgtt 


attttttact 


ttgataagta 


1740 


aaccaaagaa 


tatttgtatt 


tcaagcagtt 


tgtgtggtgt 


ttctatataa 


ttttctgtgt 


1800 


ataaataata 


aagtaggcat 


ttgtttattt 


tgtaaaaaag 


aaatgaaaat 


ctgctggcca 


1860 


gctatgtcct 


ctaggaaatg 


acagacccaa 


ccaccagcaa 


taaacatttc 


cattg 


1915 



<210> 2 

<211> 188 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 
<223> SCC-S2 



Met Ala Thr Asp val Phe Asn Ser Lys Asn Leu Ala val Gin Ala Gin 
15 10 15 

Lys Lys lie Leu Gly Lys Met val Ser Lys Ser He Ala Thr Thr Leu 
20 25 30 

lie Asp Asp Thr Ser Ser Glu val Leu Asp Glu Leu Tyr Arg val Thr 
35 40 45 

Arg Glu Tyr Thr Gin Asn Lys Lys Glu Ala Glu Lys Lys lie Lys Asn 

50 55 60 

Leu lie Lys Thr val lie Lys Leu Ala lie Leu Tyr Arg Asn Asn Gin 
65 70 75 80 

Phe Asn Gin Asp Glu Leu Ala Leu Met Glu Lys Phe Lys Lys Lys val 
85 90 95 



Page 2 



223316. ST25 

His Gin Leu Ala Met Thr val val ser Phe His Gin val Asp Tyr Thr 
100 105 110 

Phe Asp Arg Asn val Leu Ser Arg Leu Leu Asn Glu Cys Arg Glu Met 
115 120 125 

Leu His Gin lie lie Gin Arg His Leu Thr Ala Lys Ser His Gly Arg 



val Asn Asn val Phe Asp His Phe Ser Asp cys Glu Phe Leu Ala Ala 
145 150 155 160 

Leu Tyr Asn Pro Phe Gly Asn Phe Lys Pro His Leu Gin Lys Leu Cys 
165 170 175 

Asp Gly lie Asn Lys Met Leu Asp Glu Glu Asn lie 
180 185 

<210> 3 

<211> 66 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<223> SCC-S2 - fragment 



Asp Asp Thr ser ser Glu Val Leu Asp Glu Leu Tyr Arg Val Thr Arg 
15 10 15 

Glu Tyr Thr Gin Asn Lys Lys Glu Ala Glu Lys He He Lys Asn Leu 
20 25 30 

lie Lys Thr val lie Lys Leu Ala lie Leu Tyr Arg Asn Asn Gin phe 
35 40 45 

Asn Gin Asp Glu Leu Ala Leu Met Glu Lys Phe Lys Lys Lys Val His 
50 55 60 

Gin Leu 
65 

<210> 4 

<211> 59 

<212> PRT 

<213> Mus musculus 

<220> 

<221> MISC_FEATURE 

<223> cash Alpha/Beta - fragment 
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Asn Asp val Ser Ser Leu val Phe Leu Thr Arg lie Thr Arg Asp Tyr 
15 10 15 

Thr Gly Arg Gly Lys lie Ala Lys Asp Lys Ser Phe Leu Asp Leu val 
20 25 30 

lie Glu Leu Glu Lys Leu Asn Leu lie Ala Ser Asp Gin Leu Asn Leu 
35 40 45 

Leu Glu Lys cys Leu Lys Asn lie His Arg lie 
50 55 

<210> 5 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<223> CASH Alpha/Beta - fragment 



Ser Asp Val Ser Ser Leu lie Phe Leu Met Lys Asp Tyr Met Gly Arg 
15 10 15 

Gly Lys lie Ser Lys Glu Lys Ser Phe Leu Asp Leu val Val Glu Leu 
20 25 30 

Glu Lys Leu Asn Leu val Ala Pro Asp Gin Leu Asp Leu Leu Glu Lys 
35 40 45 

Cys Leu Lys Asn lie His Arg lie 
50 55 

<210> 6 

<211> 56 

<212> PRT 

<213> mus musculus 

<220> 

<221> MISC_FEATURE 

<223> FLIP (L) - fragment 



Asn Asp val Ser Ser Leu val Phe Leu Thr Arg Asp Tyr Thr Gly Arg 
15 10 15 

Gly Lys lie Ala Lys Asp Lys Ser Phe Leu Asp Leu val lie Glu Leu 
20 25 30 

Glu Lys Leu Asn Leu lie Ala Ser Asp Gin Leu Asn Leu Leu Glu Lys 
35 40 45 
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Cys Leu Lys Asn lie His Arg lie 
50 55 

<210> 7 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<223> flip (L) - fragment 
<400> 7 

Ser Asp Val Ser Ser Leu lie Phe Leu Met Lys Asp Tyr Met Gly Arg 
15 10 15 

Gly Lys lie ser Lys G"lu Lys Ser Phe Leu Asp Leu Val Val Glu Leu 
20 25 30 

Glu Lys Leu Asn Leu val Ala Pro Asp Gin Leu Asp Leu Leu Glu Lys 
35 40 45 

Cys Leu Lys Asn lie His Arg lie 
50 55 

<210> 8 

<211> 56 

<212> PRT 

<213> Mus musculus 

<220> 

<221> MISC_FEATURE 

<223> FLICE (Casp8) - fragment 

<400> 8 

Leu Glu Leu Arg ser Phe Lys Phe Leu Leu Asn Asn Glu lie Pro Lys 
1 5 10 15 

cys Lys Leu Glu Asp Asp Leu Ser Leu Leu Glu lie Phe Val Glu Met 
20 25 30 

Glu Lys Arg Thr Met Leu Ala Glu Asn Asn Leu Glu Thr Leu Lys Ser 
35 40 45 

lie cys Asp Gin val Asn Lys Ser 
50 55 

<210> 9 

<211> 56 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> MISC_FEATURE 

<223> FLICE (Casp8) - fragment 



Ser Glu Leu Arg ser Phe Lys Phe Leu Leu Gin Glu Glu lie ser Lys 
1 5 10 15 

Cys Lys Leu Asp Asp Asp Met Asn Leu Leu Asp lie Phe lie Glu Met 
20 25 30 

Glu Lys Arg val lie Leu Gly Glu Gly Lys Leu Asp lie Leu Lys Arg 
35 40 45 

Val Cys Ala Gin lie Asn Lys Ser 
50 55 

<210> 10 

<211> 53 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<223> SCC-S2 - fragment 



Ser ser Glu val Leu Asp Glu Leu Tyr Arg Val Thr Arg Glu Tyr Thr 
15 10 15 

Gin Asn Lys Lys Glu Ala Glu Lys lie He Lys Asn Leu lie Lys Thr 
20 25 30 

val lie Lys Leu Ala lie Leu Tyr Arg Asn Asn Gin Phe Asn Gin Asp 
35 40 45 

Glu Leu Ala Leu Met 
50 

<210> 11 

<211> 51 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<223> Poliovirus 1 VPl - fragment 



Thr Gin Gin lie Ser Asp Lys lie Thr Glu Leu Thr Asn Met Val Thr 
15 10 15 
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ser Thr lie Thr Glu Lys Leu Leu Lys Asn Leu lie Lys He lie ser 
20 25 30 

Ser Leu val lie He Thr Arg Asn Tyr Glu Asp Thr Thr Thr val Leu 
35 40 45 

Ala Thr Leu 
50 

<210> 12 

<211> 51 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<223> Poliovirus 2 Polyprotein - fragment 



Thr Gin Gin lie Gly Asp Lys val Ser Glu Leu Thr ser Met val Thr 
15 10 15 

ser Thr lie Thr Glu Lys Leu Leu Lys Asn Leu lie Lys lie lie Ser 
20 25 30 

Ser Leu Val He lie Thr Arg Asn Tyr Glu Asp Thr Thr Thr val Leu 
35 40 45 

Ala Thr Leu 
50 

<210> 13 

<211> 51 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<223> Poliovirus 3 Polyprotein - fragment 



Thr Gin Gin He Gly Asp Lys lie ser Glu Leu Thr ser Met val Thr 
15 10 15 

Ser Thr lie Thr Glu Lys Leu Leu Lys Asn Leu lie Lys lie lie Ser 

20 25 30 

Ser Leu val lie lie Thr Arg Asn Tyr Glu Asp Thr Thr Thr val Leu 
35 40 45 



Ala Thr Leu 
50 
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<210> 14 

<211> 51 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<223> Poliovirus 1 P2-3b - fragment 



Thr Gin Gin lie ser Asp i_ys lie Thr Glu Leu Thr Asn Met val Thr 
15 10 15 

Ser Thr lie Thr Glu Lys Leu Leu Lys Asn Leu lie Lys lie lie Ser 
20 25 30 

Ser Leu Val lie lie Thr Arg Asn Tyr Glu Asp Thr Thr Thr Val Leu 
35 40 45 

Ala Thr Leu 
50 

<210> 15 

<211> 52 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<223> SCC-S2 - fragment 



Ser ser Glu val Leu Asp Glu Leu Tyr Arg val Thr Arg Glu Tyr Thr 
15 10 15 

Gin Asn Lys Lys Glu Ala Glu Lys lie He Lys Asn Leu lie Lys Thr 
20 25 30 

val lie Lys Leu Ala lie Leu Tyr Arg Asn Asn Gin Phe Asn Gin Asp 
35 40 45 

Glu Leu Ala Leu 
50 

<210> 16 
<211> 53 
<212> PRT 

<213> vaccinia virus 
<220> 

<221> MISC_FEATURE 

<223> DNA Polymerase - fragment 
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<400> 16 

Ser Ser Asn ser Lys ser val Pro G"lu Arg lie Asn Lys Gly Thr ser 
15 10 15 

Glu Thr Arg Arg Asp Val Ser Lys Phe His Lys Asn Met lie Lys Thr 
20 25 30 

Tyr Lys Thr Arg Leu Ser Glu Met Leu Ser Glu Gly Arg Met Asn Ser 
35 40 45 

Asn Gin val cys lie 
50 

<210> 17 

<211> 42 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 
<223> SCC-S2 - fragment 



Thr Leu lie Asp Asp Thr ser Ser Glu val Leu Asp Glu Leu Tyr Arg 
15 10 15 

Val Thr Arg Glu Tyr Thr Gin Asn Lys Lys Glu Ala Glu Lys lie lie 
20 25 30 

Lys Asn Leu lie Lys Thr val lie Lys Leu 
35 40 

<210> 18 

<211> 46 

<212> PRT 

<213> Canine adenovirus 

<220> 

<221> MISC_FEATURE 

<223> DNA Pol - fragment 



Thr Leu lie Pro Asp Thr Arg Thr Thr val Phe Pro Glu Trp Lys Cys 

1 5 10 15 

Leu Ala Arg Glu Tyr val Gin Leu Asn lie Ser Ala Lys Glu Glu Ala 
20 25 30 

Asp Lys Ser Lys Asn Gin Thr Met Arg Ser lie Ala Lys Leu 
35 40 45 



<210> 19 
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<211> 
<212> 



54 
PRT 



<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 
<223> SCC-S2 - fragment 

<400> 19 

Lys Lys Glu Ala G"lu Lys lie lie Lys Asn Leu lie Lys Thr val lie 
1 5 10 ' 15 



Lys Leu Ala He Leu Tyr Arg Asn Gin Phe Asn Gin Asp Glu Leu Ala 
20 25 30 



Leu Met Glu Lys Phe Lys Lys Lys val His Gin Leu Ala Met Thr val 
35 40 45 



val Ser Phe His Gin val 
50 



<210> 20 

<211> 55 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<223> Alphal (E) - catenin - fragment 
<400> 20 

Ala Lys Lys lie Ala Glu Ala Gly ser Arg Met Asp Lys Leu Gly Arg 
1 5 10 15 



Thr lie Ala Asp His cys Pro Asp ser Ala Cys Lys Gin Asp Leu Leu 
20 25 30 



Ala Tyr Leu Gin Arg lie Ala Leu Tyr cys His Gin Leu Asn lie Cys 
35 40 45 



Ser Lys val Lys Ala Glu val 



<210> 21 

<211> 55 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<223> Alpha2 (E) - Catenin - fragment 

<400> 21 



50 



55 
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Ala Lys Lys lie Ala Glu Ala Gly ser Arg Met Asp Lys Leu Ala Arg 
15 10 15 

Ala val Ala Asp Gin Cys Pro Asp ser Ala Cys Lys Gin Asp Leu Leu 
20 25 30 

Ala Tyr Leu Gin Arg lie Ala Leu Tyr Cys His Gin Leu Asn He Cys 
35 40 45 

Ser Lys val Lys Ala Glu val 
50 55 

<210> 22 

<211> 55 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<223> Vinculin - fragment 



Ala Lys Asp lie Ala Lys Ala Ser Asp Glu val Thr Arg Leu Ala Lys 
15 10 15 

Glu val Ala Lys Gin Cys Thr Asp Lys Arg lie Arg Thr Asn Leu Leu 
20 25 30 

Gin val Cys Glu Arg lie Pro Thr lie Ser Thr Gin Leu Lys He Leu 
35 40 45 

Ser Thr val Lys Ala He Met 
50 55 

<210> 23 

<211> 27 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 
<400> 23 

cccaagcttc tcccgccggc tctaacc 

<210> 24 

<211> 57 

<212> DNA 

<213> Artificial 

<220> 

<223> Primer 
<400> 24 

ccaggaattc tcacttgtca tcgtcgtcct tgtagtctat gttctcttcc atccaac 
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<210> 25 
<211> 17 
<212> PRT 
<213> Artificial 

<220> 

<223> SCC-S2 Fragment 
<400> 25 

Cys Tyr Arg Asn Asn Gin Phe Asn Gin Asp Glu Leu Ala Leu Met Glu 
15 10 15 



Lys 
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